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<160> 35 

<170> Patentln version 3.2 

<210> 1 

<211> 2937 

<212> DNA 

<213> Homo sapiens 

<400> 1 

atgtcggtgc tgggcgagta cgagcgacac tgcgattcca tcaactcgga ctttgggagc 
gagtccgggg gttgcgggga ctcgagtccg gggcctagcg ccagtcaggg gccgcgagcc 
ggcggcggcg cggcggagca ggaggaactg cactacatcc ccatccgcgt cctgggccgc 
ggcgccttcg gggaagccac gctgtaccgc cgcaccgagg atgactcact ggttgtgtgg 
aaggaagtcg atttgacccg gctgtctgag aaggaacgtc gtgatgcctt gaatgagata 
" gttattctgg cactgctgca- gcacgacaac attattgcct actacaatca cttcatggac 
aataccacgc tgctgattga gctggaatat tgtaatggag ggaacctgta tgacaaaatc 
cttcgtcaga aggacaagtt gtttgaggaa gagatggtgg tgtggtacct atttcagatt 
gtttcagcag tgagctgcat ccataaagct ggaatccttc atagagatat aaagacatta 
aatatttttc tgaccaaggc aaacctgata aaacttggag attatggcct agcaaagaaa 
cttaattctg agtattccat ggctgagacg cttgtgggaa ccccatatta catgtctcca 
gagctctgtc aaggagtaaa gtacaatttc aagtctgata tctgggcagt tggctgcgtc 
atttttgaac tgcttacctt aaagaggacg tttgatgcta caaacccact taacctgtgt 
gtgaagatcg tgcaaggaat tcgggccatg gaagttgact ctagccagta ctctttggaa 
ttgatccaaa tggttcattc gtgccttgac caggatcctg agcagagacc tactgcagat 
gaacttctag atcgccctct tctcaggaaa cgcaggagag agatggagga aaaagtcact 
ctgcttaatg cacctacaaa gagaccaagg tcaagcactg tgactgaagc acccattgct 
gtagtaacat cacgaaccag tgaagtctat atttggggtg gtggaaaatc caccccccag 



60 
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420 
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1080 
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aaactggatg ttatcaagag tggctgtagt gcccggcagg tctgtgcagg gaatacccac 1140 

tttgctgtgg tcacagtgga gaaggaactg tacacttggg tgaacatgca aggaggcact 1200 

aaactccatg gtcagctggg ccatggagac aaagcctcct atcgacagcc aaagcatgtg 1260 

gaaaagttgc aaggcaaagc tatccatcag gtgtcatgtg gtgatgattt cactgtctgt 1320 

gtgactgatg agggtcagct ctatgccttc ggatcagatt attatggctg catgggggtg 1380 

gacaaagttg ctggccctga agtgctagaa cccatgcagc tgaacttctt cctcagcaat 144 0 

ccagtggagc aggtctcctg tggagataat catgtggtgg ttctgacacg aaacaaggaa 1500 

gtctattctt ggggctgtgg cgaatatgga cgactgggtt tggattcaga agaggattat 1560 

tatacaccac aaaaggtgga tgttcccaag gccttgatta ttgttgcagt tcaatgtggc 1620 

tgtgatggga catttctgtt gacccagtca ggcaaagtgc tggcctgtgg actcaatgaa 1680 

ttcaataagc tgggtctgaa tcagtgcatg tcgggaatta tcaaccatga agcataccat 1740 
gaagttccct acacaacgtc ctttaccttg gccaaacagt tgtcctttta taagatccgt 
accattgccc caggcaagac tcacacagct gctattgatg agcgaggccg gctgctgacc 

tttggctgca acaagtgtgg gcagctgggc gttgggaact acaagaagcg tctgggaatc 1920 

aacctgttgg ggggacccct tggtgggaag caagtgatca gggtctcctg cggtgatgag 1980 

tttaccattg ctgccactga tgataatcac atttttgcct ggggcaatgg tggtaatggc 2040 

cgcctggcaa tgacccccac agagagacca catggctctg atatctgtac ctcatggcct 2100 

cggcctattt _ttggatctct_gcatcatgtc ccggacctgt cttgccgtgg atggcatacc. 2160 

attctcatcg ttgagaaagt attgaattct aagaccatcc gttccaatag cagtggctta 2220 

tccattggaa ctgtgtttca gagctctagc ccgggaggag gcggcggggg cggcggtggt 2280 

gaagaagagg acagtcagca ggaatctgaa actcctgacc caagtggagg cttccgagga 234 0 

acaatggaag cagaccgagg aatggaaggt ttaatcagtc ccacagaggc catggggaac 2400 

agtaatgggg ccagcagctc ctgtcctggc tggcttcgaa aggagctgga aaatgcagaa 24 60 

tttatcccca tgcctgacag cccatctcct ctcagtgcag cgttttcaga atctgagaaa 2520 

gataccctgc cctatgaaga gctgcaagga ctcaaagtgg cctctgaagc tcctttggaa 2580 

cacaaacccc aagtagaagc ctcgtcacct cggctgaatc ctgcagtaac ctgtgctggg 2640 

aagggaacac cactgactcc tcctgcgtgt gcgtgcagct ctctgcaggt ggaggttgag 2700 

agattgcagg gtctggtgtt aaagtgtctg gctgaacaac agaagctaca gcaagaaaac 2760 

ctccagattt ttacccaact gcagaagttg aacaagaaat tagaaggagg gcagcaggtg 2820 

gggatgcatt ccaaaggaac tcagacagca aaggaagaga tggaaatgga tccaaagcct 2880 
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gacttagatt cagattccgg gtgcctcctg ggaacagact cctgtagacc cagcctc 2937 

<210> 2 

<211> 979 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Ser Val Leu Gly Glu Tyr Glu Arg His Cys Asp Ser lie Asn Ser 
15 10 15 

Asp Phe Gly Ser Glu Ser Gly Gly Cys Gly Asp Ser Ser Pro Gly Pro 
20 25 30 

Ser Ala Ser Gin Gly Pro Arg Ala Gly Gly Gly Ala Ala Glu Gin Glu 
35 40 45 

Glu Leu His Tyr lie Pro lie Arg Val Leu Gly Arg Gly Ala Phe Gly 
50 55 60 

Glu Ala Thr Leu Tyr Arg Arg Thr Glu Asp Asp Ser Leu Val Val Trp 
65 70 75 80 

Lys Glu Val Asp Leu Thr Arg Leu Ser Glu Lys Glu Arg Arg Asp Ala 
85 90 95 

Leu Ash Glu lie Val lie Leu Ala Leu Leu Gl-n His Asp Asn- lie lie 
100 105 110 

Ala Tyr Tyr Asn His Phe Met Asp Asn Thr Thr Leu Leu lie Glu Leu 
115 120 125 

Glu Tyr Cys Asn Gly Gly Asn Leu Tyr Asp Lys lie Leu Arg Gin Lys 
130 135 140 

Asp Lys Leu Phe Glu Glu Glu Met Val Val Trp Tyr Leu Phe Gin lie 
145 150 155 160 

Val Ser Ala Val Ser Cys lie His Lys Ala Gly lie Leu His Arg Asp 
165 170 175 

lie Lys Thr Leu Asn lie Phe Leu Thr Lys Ala Asn Leu lie Lys Leu 
180 185 190 

Gly Asp Tyr Gly Leu Ala Lys Lys Leu Asn Ser Glu Tyr Ser Met Ala 
195 200 205 
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Glu Thr Leu Val Gly Thr Pro Tyr Tyr Met Ser Pro Glu Leu Cys Gin 
210 215 220 



Gly Val Lys Tyr Asn Phe Lys Ser Asp lie Trp Ala Val Gly Cys Val 
225 230 235 240 



lie Phe Glu Leu Leu Thr Leu Lys Arg Thr Phe Asp Ala Thr Asn Pro 
245 250 255 



Leu Asn Leu Cys Val Lys lie Val Gin Gly lie Arg Ala Met Glu Val 
260 265 270 



Asp Ser Ser Gin Tyr Ser Leu Glu Leu lie Gin Met Val His Ser Cys 
275 280 285 



Leu Asp Gin Asp Pro Glu Gin Arg Pro Thr Ala Asp Glu Leu Leu Asp 
290 295 300 



Arg Pro Leu Leu Arg Lys Arg Arg Arg Glu Met Glu Glu Lys Val Thr 
305 310 315 320 



Leu Leu Asn Ala Pro Thr Lys Arg Pro Arg Ser Ser Thr Val Thr Glu 
325 330 335 



Ala Pro lie Ala Val Val Thr- Ser -Arg Thr Ser Glu Val -Tyr- lie Trp 
340 345 350 



Gly Gly Gly Lys Ser Thr Pro Gin Lys Leu Asp Val lie Lys Ser Gly 
355 360 365 



Cys Ser Ala Arg Gin Val Cys Ala Gly Asn Thr His Phe Ala Val Val 
370 " 375 380 



Thr Val Glu Lys Glu Leu Tyr Thr Trp Val Asn Met Gin Gly Gly Thr 
385 390 395 400 



Lys Leu His Gly Gin Leu Gly His Gly Asp Lys Ala Ser Tyr Arg Gin 
405 410 415 



Pro Lys His Val Glu Lys Leu Gin Gly Lys Ala lie His Gin Val Ser 
420 425 430 



Cys Gly Asp Asp Phe Thr Val Cys Val Thr Asp Glu Gly Gin Leu Tyr 
435 440 445 
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Ala Phe Gly Ser Asp Tyr Tyr Gly Cys Met Gly Val Asp Lys Val Ala 
450 " 455 460 



Gly Pro Glu Val Leu Glu Pro Met Gin Leu Asn Phe Phe Leu Ser Asn 
465 470 475 480 



Pro Val Glu Gin Val Ser Cys Gly Asp Asn His Val Val Val Leu Thr 
485 490 495 



Arg Asn Lys Glu Val Tyr Ser Trp Gly Cys Gly Glu Tyr Gly Arg Leu 
500 505 510 



Gly Leu Asp Ser Glu Glu Asp Tyr Tyr Thr Pro Gin Lys Val Asp Val 
515 520 525 



Pro Lys Ala Leu lie lie Val Ala Val Gin Cys Gly Cys Asp Gly Thr 
530 535 540 

Phe Leu Leu Thr Gin Ser Gly Lys Val Leu Ala Cys Gly Leu Asn Glu 
545 550 555 560 



Phe Asn Lys Leu Gly Leu Asn Gin Cys Met Ser Gly lie lie Asn His 
565 570 575 



-Glu Ala Tyr- His- Glu Val Pro Tyr Thr Thr Ser -Phe Thr -Leu Ala Lys 
580 585 590 



Gin Leu Ser Phe Tyr Lys lie Arg Thr lie Ala Pro Gly Lys Thr His 
595 600 605 



Thr Ala Ala lie Asp Glu Arg Gly Arg Leu Leu Thr Phe Gly Cys Asn 
610 615 620 



Lys Cys Gly Gin Leu Gly Val Gly Asn Tyr Lys Lys Arg Leu Gly lie 
625 630 635 640 



Asn Leu Leu Gly Gly Pro Leu Gly Gly Lys Gin Val He Arg Val Ser 
645 650 655 



Cys Gly Asp Glu Phe Thr He Ala Ala Thr Asp Asp Asn His He Phe 
660 665 670 



Ala Trp Gly Asn Gly Gly Asn Gly Arg Leu Ala Met Thr Pro Thr Glu 
675 680 685 
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Arg Pro His Gly Ser Asp lie Cys Thr Ser Trp Pro Arg Pro He Phe 
690 695 700 

Gly Ser Leu His His Val Pro Asp Leu Ser Cys Arg Gly Trp His Thr 
705 710 715 720 



He Leu He Val Glu Lys Val Leu Asn Ser Lys Thr He Arg Ser Asn 
725 730 735 



Ser Ser Gly Leu Ser He Gly Thr Val Phe Gin Ser Ser Ser Pro Gly 
740 745 750 

Gly Gly Gly Gly Gly Gly Gly Gly Glu Glu Glu Asp Ser Gin Gin Glu 
755 760 765 

Ser Glu Thr Pro Asp Pro Ser Gly Gly Phe Arg Gly Thr Met Glu Ala 
770 775 780 



Asp Arg Gly Met Glu Gly Leu He Ser Pro Thr Glu Ala Met Gly Asn 
785 " 790 795 800 

Ser Asn Gly Ala Ser Ser Ser Cys Pro Gly Trp Leu Arg Lys Glu Leu 
805 810 815 



Glu Asn Ala Glu Phe lie Pro Met Pro Asp Ser Pro Ser Pro Leu Ser 
820 825 830 



Ala Ala Phe Ser Glu Ser Glu Lys Asp Thr Leu Pro Tyr Glu ( Glu Leu 
835 840 845 

Gin Gly Leu Lys Val Ala Ser Glu Ala Pro Leu Glu His Lys Pro Gin 
850 855 860 

Val Glu Ala Ser Ser Pro Arg Leu Asn Pro Ala Val Thr Cys Ala Gly 
865 870 ~ 875 880 

Lys Gly Thr Pro Leu Thr Pro Pro Ala Cys Ala Cys Ser Ser Leu Gin 
885 890 895 



Val Glu Val Glu Arg Leu Gin Gly Leu Val Leu Lys Cys Leu Ala Glu 
900 905 910 



Gin Gin Lys Leu Gin Gin Glu Asn Leu Gin He Phe Thr Gin Leu Gin 
915 920 925 
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Lys Leu Asn Lys Lys Leu Glu Gly Gly Gin Gin Val Gly Met His Ser 
930 935 940 

Lys Gly Thr Gin Thr Ala Lys Glu Glu Met Glu Met Asp Pro Lys Pro 
945 950 955 960 

Asp Leu Asp Ser Asp Ser Gly Cys Leu Leu Gly Thr Asp Ser Cys Arg 
965 970 975 

Pro Ser Leu 

<210> 3 

<211> 939 

<212> DNA 

<213> Homo sapiens 

<400> 3 



atggcaggac 


agcccggcca 


catgccccat 


ggagggagtt 


ccaacaacct 


ctgccacacc 


60 


ctggggcctg 


tgcatcctcc 


tgacccacag 


aggcatccca 


acacgctgtc 


ttttcgctgc 


120 


tcgctggcgg 


acttccagat 


cgaaaagaag 


ataggccgag gacagttcag cgaggtgtac 


180 


aaggccacct 


gcctgctgga 


caggaagaca 


gtggctctga 


agaaggtgca 


gatctttgag 


240 


atgatggacg 


ccaaggcgag 


gcaggactgt 


gtcaaggaga 


tcggcctctt 


gaagcaactg 


300 


aaccacccaa 


at at cat ca a 


gtatttggac 


-tcgtttatcg 


aagacaacga 


gctgaacatt 


360 


gtgctggagt 


tggctgacgc 


aggggacctc 


tcgcagatga 


tcaagtactt 


taagaagcag 


420 


aagcggctca 


tcccggagag 


gacagtatgg 


aagtactttg tgcagctgtg cagcgccgtg 


480 


gagcacatgc 


attcacgccg 


ggtgatgcac 


cgagacatca 


agcctgccaa 


cgtgttcatc 


540 


acagccacgg 


gcgtcgtgaa 


gctcggtgac 


cttggtctgg gccgcttctt 


cagctctgag 


600 


accaccgcag 


cccactccct 


agtggggacg 


ccctactaca 


tgtcaccgga 


gaggatccat 


660 


gagaacggct 


acaacttcaa 


gtccgacatc 


tggtccttgg 


gctgtctgct 


gtacgagatg 


720 


gcagccctcc 


agagcccctt 


ctatggagat 


aagatgaatc 


tcttctccct 


gtgccagaag 


780 


atcgagcagt 


gtgactaccc 


cccactcccc ggggagcact 


actccgagaa 


gttacgagaa 


840 


ctggtcagca 


tgtgcatctg 


ccctgacccc 


caccagagac 


ctgacatcgg atacgtgcac 


900 


caggtggcca 


agcagatgca 


catctggatg tccagcacc 






939 



<210> 4 
<211> 313 
<212> PRT 
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<213> Homo sapiens 
<400> 4 

Met Ala Gly Gin Pro Gly His Met Pro His Gly Gly Ser Ser Asn Asn 
1 5 10 15 



Leu Cys His Thr Leu Gly Pro Val His Pro Pro Asp Pro Gin Arg His 
20 25 30 



Pro Asn Thr Leu Ser Phe Arg Cys Ser Leu Ala Asp Phe Gin lie Glu 
35 40 45 



Lys Lys lie Gly Arg Gly Gin Phe Ser Glu Val Tyr Lys Ala Thr Cys 
50 55 60 



Leu Leu Asp Arg Lys Thr Val Ala Leu Lys Lys Val Gin lie Phe Glu 
65 ~ 70 75 80 



Met Met Asp Ala Lys Ala Arg Gin Asp Cys Val Lys Glu lie Gly Leu 
85 90 95 



Leu Lys Gin Leu Asn His Pro Asn lie lie Lys Tyr Leu Asp Ser Phe 
100 105 110 



lie Glu Asp Asn Glu Leu Asn lie Val Leu Glu Leu Ala Asp Ala Gly 
115 120 125 



Asp Leu Ser Gin Met lie Lys Tyr Phe Lys Lys Gin Lys Arg Leu lie 
130 135 140 



Pro Glu Arg Thr Val Trp Lys Tyr Phe Val Gin Leu Cys Ser Ala Val 
145 150 155 160 



Glu His Met His Ser Arg Arg Val Met His Arg Asp lie Lys Pro Ala 
165 170 175 



Asn Val Phe lie Thr Ala Thr Gly Val Val Lys Leu Gly Asp Leu Gly 
180 185 190 



Leu Gly Arg Phe Phe Ser Ser Glu Thr Thr Ala Ala His Ser Leu Val 
195 200 205 



Gly Thr Pro Tyr Tyr Met Ser Pro Glu Arg lie His Glu Asn Gly Tyr 
210 215 220 
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Asn Phe Lys Ser Asp He Trp Ser Leu Gly Cys Leu Leu Tyr Glu Met 
225 230 235 240 

Ala Ala Leu Gin Ser Pro Phe Tyr Gly Asp Lys Met Asn Leu Phe Ser 
245 250 255 

Leu Cys Gin Lys He Glu Gin Cys Asp Tyr Pro Pro Leu Pro Gly Glu 
260 265 270 

His Tyr Ser Glu Lys Leu Axg Glu Leu Val Ser Met Cys He Cys Pro 
275 280 285 

Asp Pro His Gin Arg Pro Asp He Gly Tyr Val His Gin Val Ala Lys 
290 295 300 

Gin Met His He Trp Met Ser Ser Thr 



<210> 5 

<211> 906 

<212> DNA 

<213> Homo sapiens 

<400> 5 

atggatgagc aatcacaagg aatgcaaggg ccacctgttc ctcagttcca accacagaag 60 

gccttacgac cggatatggg ctataataca ttagccaact ttcgaataga aaagaaaatt 120 

" ggtcgcggac "aatttagtga agtttataga gcagcctgtc tcttggatgg agtaccagta 180 

gctttaaaaa aagtgcagat atttgattta atggatgcca aagcacgtgc tgattgcatc 240 

aaagaaatag atcttcttaa gcaactcaac catccaaatg taataaaata ttatgcatca 300 

ttcattgaag ataatgaact aaacatagtt ttggaactag cagatgctgg cgacctatcc 360 

agaatgatca agcattttaa gaagcaaaag aggctaattc ctgaaagaac tgtttggaag 420 

tattttgttc agctttgcag tgcattggaa cacatgcatt ctcgaagagt catgcataga 480 

gatataaaac cagctaatgt gttcattaca gccactgggg tggtaaaact tggagatctt 54 0 

gggcttggcc ggtttttcag ctcaaaaacc acagctgcac attctttagt tggtacgcct 600 

tattacatgt ctccagagag aatacatgaa aatggataca acttcaaatc tgacatctgg 660 

tctcttggct gtctactata tgagatggct gcattacaaa gtcctttcta tggtgacaaa 720 

atgaatttat actcactgtg taagaagata gaacagtgtg actacccacc tcttccttca 780 

gatcactatt cagaagaact ccgacagtta gttaatatgt gcatcaaccc agatccagag 840 

aagcgaccag acgtcaccta tgtttatgac gtagcaaaga ggatgcatgc atgcactgca 900 
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agcagc 



<210> 6 

<211> 302 

<212> PRT 

<213> Homo sapiens 

<400> 6 



906 



Met Asp Glu Gin Ser Gin Gly Met Gin Gly Pro Pro Val Pro Gin Phe 
1 5 10 . 15 



Gin Pro Gin Lys Ala Leu Arg Pro Asp Met Gly Tyr Asn Thr Leu Ala 
20 25 30 



Asn Phe Arg lie Glu Lys Lys He Gly Arg Gly Gin Phe Ser Glu Val 
35 40 45 



Tyr Arg Ala Ala Cys Leu Leu Asp Gly Val Pro Val Ala Leu Lys Lys 
50 55 60 



Val Gin He Phe Asp Leu Met Asp Ala Lys Ala Arg Ala Asp Cys He 
65 70 75 80 



Lys Glu He Asp Leu Leu Lys Gin Leu Asn His Pro Asn Val He Lys 
85 90 95 



Tyr Tyr Ala Ser Phe Ile_ Glu Asp. Asn Glu Leu Asn lie Val Le.u_ Glu._ 
100 105 110 



Leu Ala Asp Ala Gly Asp Leu Ser Arg Met He Lys His Phe Lys Lys 
115 120 125 



Gin Lys Arg Leu He Pro Glu Arg Thr Val Trp Lys Tyr Phe Val Gin 
130 135 140 



Leu Cys Ser Ala Leu Glu His Met His Ser Arg Arg Val Met His Arg 
145 150 155 160 



Asp He Lys Pro Ala Asn Val Phe He Thr Ala Thr Gly Val Val Lys 
165 170 175 



Leu Gly Asp Leu Gly Leu Gly Arg Phe Phe Ser Ser Lys Thr Thr Ala 
180 185 190 



Ala His Ser Leu Val Gly Thr Pro Tyr Tyr Met Ser Pro Glu Arg He 
195 200 205 
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His Glu Asn Gly Tyr Asn Phe Lys Ser Asp lie Trp Ser Leu Gly Cys 
210 215 220 



Leu Leu Tyr Glu Met Ala Ala Leu Gin Ser Pro Phe Tyr Gly Asp Lys 
225 230 235 240 



Met Asn Leu Tyr Ser Leu Cys Lys Lys lie Glu Gin Cys Asp Tyr Pro 
245 250 255 



Pro Leu Pro Ser Asp His Tyr Ser Glu Glu Leu Arg Gin Leu Val Asn 
260 265 270 



Met Cys lie Asn Pro Asp Pro Glu Lys Arg Pro Asp Val Thr Tyr Val 
275 280 285 



Tyr Asp Val Ala Lys Arg Met His Ala Cys Thr Ala Ser Ser 
290 295 300 



<210> 7 

<211> 30 

<212> DNA 

<213> artificial 

<220> 

<223> sequencing primer for Nercc cDNA 

<400> 7 

gaagatctac gccgccatgt cggtgctggg 30 

<210> 8 

<211> 32 

<212> DNA 

<213> artificial 

<220> 

<223> sequencing primer for Nercc cDNA 

<400> 8 

gaagatctct agagaagagg gcgatctaga ag 32 

<210> 9 

<211> 30 

<212> DNA 

<213> artificial 

<220> 

<223> sequencing primer for Nercc cDNA 

<400> 9 

gaagatctac gccgccatgt cggtgctggg 30 
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<210> 10 

<211> 20 

<212> DNA 

<213> artificial 

<220> 

<223> sequencing primer for Nercc cDNA 

<400> 10 

gtacagttcc ttctccactg 



<210> 11 

<211> 20 

<212> DNA 

<213> artificial 

<220> 

<223> amplification primer for Nercc cDNA 

<400> 11 

cagtggagaa ggaactgtac 



<210> 12 

<211> 20 

<212> DNA 

<213> artificial 

<220> 

<223> amplification primer for Nercc cDNA 

__<400>- 12 
ctgtgtctcc tcttcaaagg 



<210> 13 

<211> 31 

<212> DNA 

<213> artificial 

<220> 

<223> amplification primer for Nercc cDNA 

<400> 13 

cggctctaga cattgctgta gtaacatcac g 



<210> 14 

<211> 37 

<212> DNA 

<213> artificial 

<220> 

<223> amplification primer for Nercc cDNA 

<400> 14 

cggctctaga cttagccact gctattggaa cggatgg 
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<210> 15 

<211> 31 

<212> DNA 

<213> artificial 



<220> 

<223> amplification primer for Nercc cDNA 
<400> 15 

cggctctaga cattgctgta gtaacatcac g 



<210> 16 

<211> 29 

<212> DNA 

<213> artificial 



<220> 

<223> amplification primer for Nercc cDNA 
<400> 16 

cggctctaga ggggctctat aggctcagg 



<210> 17 

<211> 38 

<212> DNA 

<213> artificial 

<220> 

<223> amplification primer for Nercc cDNA 

<400> 17 

aaatatgcgg ccgcaaccat ccgttccaat agcagtgg 



<210> 18 

<211> 28 

<212> DNA 

<213> artificial 

<220> 

<223> amplification primer for Nercc cDNA 
<400> 18 

O Q 

cctgatcagg gctctatagg ctcaggag 



<210> 19 

<211> 684 

<212> DNA 

<213> Schistosoma 



j aponicum 



<400> 19 

atgtccccta tactaggtta ttggaaaatt aagggccttg tgcaacccac tcgacttctt 60 
ttggaatatc ttgaagaaaa atatgaagag catttgtatg agcgcgatga aggtgataaa 120 
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tggcgaaaca 


aaaagr. r r.ga 




rra rr1~ f" t" ccca 


atcttcctta 


ttatattgat 


180 


ggtgatgtta 


— » 4— 4~ /<*• -3 ^ 


/t4~ r"«4- a +" fT it 

yLULauyy 




atatagctga 


caagcacaac 


240 


atgttgggtg 


gttgtccaaa 


agagcgngca 


gagatttcaa 


tgcttgaagg 


agcggttttg 


300 


gatattagat 


—» 4— / 1 4™ 4" 1 

acyytgutuc 


ydyddLLyua 


tatagtaaag 


actttgaaac 


tctcaaagtt 


360 


gattttctta 


gcaagctacc 


ugaaaugcug 


aaaatgttcg 


aagatcgttt 


atgtcataaa 


420 


acauau ttaa 


a 4~ rY*r+" /r.a 4~ <■"• 9 

aLyy LgatCa 


L.y LclawUL.ci 


cctgacttca tgttgtatga 


cgctcttgat 


480 


gttgttttat 


acatggaccc 


aatgtgcctg 


gatgcgttcc 


caaaattagt 


ttgttttaaa 


540 


aaacgtattg 


aagctatccc 


acaaattgat 


aagtacttga 


aatccagcaa 


gtatatagca 


600 


tggcctttgc 


agggctggca 


agccacgttt 


ggtggtggcg 


accatcctcc 


aaaatcggat 


660 


ctggttccgc 


gtggatcccc 


gggc 








684 



<210> 20 
<211> 228 
<212> PRT 

<213> Schistosoma japonicum 
<400> 20 

Met Ser Pro lie Leu Gly Tyr Trp Lys lie Lys Gly Leu Val Gin Pro 
15 10 15 

Thr Arg Leu Leu Leu Glu Tyr Leu Glu Glu Lys Tyr Glu Glu His Leu 
20 ~ 25 30 



Tyr Glu Arg Asp Glu Gly Asp Lys Trp Arg Asn Lys Lys Phe Glu Leu 
35 40 45 

Gly Leu Glu Phe Pro Asn Leu Pro Tyr Tyr lie Asp Gly Asp Val Lys 
50 55 60 

Leu Thr Gin Ser Met Ala lie lie Arg Tyr lie Ala Asp Lys His Asn 
65 70 75 80 

Met Leu Gly Gly Cys Pro Lys Glu Arg Ala Glu lie Ser Met Leu Glu 
85 90 95 



Gly Ala Val Leu Asp lie Arg Tyr Gly Val Ser Arg lie Ala Tyr Ser 
100 105 110 

Lys Asp Phe Glu Thr Leu Lys Val Asp Phe Leu Ser Lys Leu Pro Glu 
115 120 125 
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Met Leu Lys Met Phe Glu Asp Arg Leu Cys His Lys Thr Tyr Leu Asn 
130 135 140 



Gly Asp His Val Thr His Pro Asp Phe Met Leu Tyr Asp Ala Leu Asp 

145 150 155 160 

Val Val Leu Tyr Met Asp Pro Met Cys Leu Asp Ala Phe Pro Lys Leu 
165 170 175 



Val Cys Phe Lys Lys Arg lie Glu Ala lie Pro Gin He Asp Lys Tyr 
180 185 190 

Leu Lys Ser Ser Lys Tyr He Ala Trp Pro Leu Gin Gly Trp Gin Ala 
195 200 205 



Thr Phe Gly Gly Gly Asp His Pro Pro Lys Ser Asp Leu Val Pro Arg 
210 215 220 



Gly Ser Pro Gly 
225 



<210> 21 

<211> 27 

<212> DNA 

<213> artificial 

<220> 

<223> FLAG' epitope tag nucleotide coding sequence 

<400> 21 

atggactaca aggacgacga tgacaag 27 

<210> 22 

<211> 9 

<212> PRT 

<213> artificial 

<220> 

<223> FLAG epitope tag amino acid sequence 

<400> 22 

Met Asp Tyr Lys Asp Asp Asp Asp Lys 



<210> 23 

<211> 30 

<212> DNA 

<213> Influenza virus 

<400> 23 
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atgtacccat acgatgttcc agattacgcg 



<210> 24 

<211> 10 

<212> PRT 

<213> Influenza virus 

<400> 24 

Met Tyr Pro Tyr Asp Val Pro Asp Tyr Ala 
1 *" 5 10 



<210> 25 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 25 

gaacaaaaac tcatctcaga agaggatctg 



<210> 26 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 26 

Glu Gin Lys Leu lie Ser Glu Glu Asp Leu 
15 10 



<210> 27 _ . . 

<211> 13 

<212> PRT 

<213> artificial 

<220> 

<223> polypeptide for raising antibodies to Nek7 



<220> 

<221> MISC_FEATURE 
<222> (5).. (5) 

<223> Serine is a phosphorylation site of murine Nek7 
<400> 27 

Cys Ala Ala His Ser Leu Val Gly Thr Pro Tyr Tyr Met 
15 10 



<210> 28 

<211> 9 

<212> DNA 

<213> Homo sapiens 

<400> 28 
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ccgccatgt 



<210> 29 

<211> 6 

<212> DNA 

<213> Homo sapiens 

<400> 29 
aataaa 



<210> 30 

<211> 14 

<212> PRT 

<213> Mus musculus 



<400> 30 



Ala Gly Gin Pro Ser His Met Pro His Gly Gly Ser Pro Asn 



10 



<210> 
<211> 
<212> 



31 
13 
PRT 



<213> artificial 



<220> 



<223> polypeptide for raising antibodies to Nek6 



<220> 
<221> 
<222> 
<223> 



MISC_FEATURE 

(10) -.-(10.) - - - 

Threonine is a phosphorylation site of Nek6 



<400> 31 



Cys Gly Arg Phe Phe Ser Ser Glu Thr Thr Ala Ala His 



10 



<210> 32 

<211> 21 

<212> DNA 

<213> artificial 



<220> 

<223> PCR forward primer for analysis of Nek6 RNA 
<400> 32 

cgaaaagaag ataggccgag g 



21 



<210> 33 

<211> 21 

<212> DNA 

<213> artificial 



17 



WO 03/104479 



<220> 

<223> PCR reverse primer for analysis 
<400> 33 

tgcaccttct tcagagccac t 



<210> 34 

<211> 21 

<212> DNA 

<213> artificial 

<220> 

<223> PCR forward primer for analysis 

<400> 34 

tgatgccctt ctgtaagtgc c 



<210> 35 

<211> 21 

<212> DNA 

<213> artificial 

<220> 

<223> PCR reverse primer for analysis 

<400> 35 

gcacggtatg agcaactcac a 
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of Nek6 RNA 

21 

of TATA box binding protein RNA 

21 

of TATA box binding protein RNA 

21 



18 



